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The SGRP is a consortium of all CGIAR gene banks. These banks aim to (1) conserve 
diversity efficiently, including and especially rare alleles and genotypes; (2) ensure efficient 
use of collection by delivering appropriately selected subsets of germplasm to users, 
maximizing the chance of giving users the set of alleles or genotypes that they need; and (3) 
ensure that the entire collection remains available for use. The SGRP exists to ensure a 
consistent, integrated, system-wide approach to the efficient achievement of these goals.  
At this meeting, the SGRP, represented by five CGIAR centres —ICARDA, ICRISAT, 
IITA, IRRI, and WARDA—considered the following main topics:  
1. Data, especially issues on publicizing standardized data through SINGER. 
2. Policy on conservation and use of germplasm in terms of, for example: 
i. Germplasm exchange and the intellectual property aspects of genetic resources, 
ii. The Convention on Biological Diversity, 
iii. The International Treaty on Plant Genetic Resources for Food and Agriculture, and 
iv. Protection against the unintentional presence of transgenes in gene banks. 
3. Generic methodologies for improved efficiency of conservation and use of genetic 
resources, for example, GIS technologies and molecular technologies for characterizing 
genotypes. 
In particular, molecular tools are seen as vital for improving the efficiency of 
conservation and use of genetic resources. Molecular characterization represents the biggest 
scientific advance in PGR concepts since the ‘Green Revolution’, and it is an opportunity to 
revolutionize the way we operate. For this reason, the SGRP strongly supports the GCP and, 
since the inception of the idea, was involved in planning the GCP (then GRCP or Genetic 
Resources Challenge Programme). We expect the GCP’s results to enable a major 
improvement in the way CGIAR gene banks operate. 
An issue of particular interest to CGIAR gene banks is, what about the rest of the CGIAR 
collections? SP1 has defined, and is now characterizing, diversity in representative composite 
collections of the major crops, combining germplasm from as many gene banks as possible. 
These composite collections contain a large percentage of crop gene pools, and the 
information will be used to understand the ecogeographic distribution of diversity in each 
crop. Refining the composite collections to smaller reference samples will further facilitate 
the discovery of new functional genes and, once the functional genes are identified, we can 
discover the range of alleles included in the composite collections. The value of this 
information is exceptionally great.  
Yet, as for rice, only about 2% of the germplasm held in the gene bank at IRRI is included 
in the composite collection; and only 0.2% is in the reference collection. The collection at IRRI 
contains many accessions that are of interest to our users but are not included in the 
composite collection. We must not forget that breeding is a ‘numbers game’, and finding the 
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rare valuable alleles or genotypes can involve screening many more accessions than are 
included in the composite collections. We need to find a way forward from genotyping the 
composite collections to true ‘allele mining’—efficiently screening other accessions outside 
the composite collections to discover new valuable alleles. 
